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IN THE CLAIMS: 



Please add new claims 93-98 as follows: 



-- 93. The constructed, recombinant DNA sequence of claim 81. further compri^ng the 
constructed recombinant DNA sequence that comprises the coding sequence for the/active heavy 
chain of human protein C. said DNA sequences being in a contiguous open reading frame, said 
active heavy chain having the amino acid residue sequence: 

LEU ILE ASP GLY LYS MET THR ARG ARG GLY ASP SEI? PRO TRP GLN VAL 
VAL LEU LEU ASP SER LYS LYS LYS LEU ALA CYS GLY MLK VAL LEU ILE HIS PRO 
SER TRP VAL LEU THR ALA ALA HIS CYS MET ASP GLl/ SER LYS LYS LEU LEU 
VAL ARG LEU GLY GLU TYR ASP LEU ARG ARG TRP GLU LYS TRP GLU LEU ASP 
LEU ASP ILE LYS GLU VAL PHE VAL HIS PRO ASN TYR SERLyg^SER THR THR ASP 
ASN ASP ILE ALA LEU LEU HIS LEU ALA GLNTRO ALA/mS^WJ SER GLN THR ILE 
VAL PRO ILE CYS LEU PRO ASP SER GLY I^U ALA Gl/u ARG GLU LEU ASN GLN 
ALA GLY GLN GLU THR LEU VAL THR/jLY TRP GLY TYR HIS SER SER ARG GLU 
LYS GLU ALA LYS ARG ASN ARG TrfR PHE VAL LEU ASN PHE ILE LYS ILE PRO 
VAL VAL PRO HIS ASN GLU CYs/eR GLU VAL MET SER ASN MET VAL SER GLU 
ASN MET LEU CYS ALA GLY^tLE LEU GLY ASP ARG GLN ASP ALA CYS GLU GLY 
ASP SER GLY GLY PRO Me/ VAL ALA SER PHE HIS GLY THR TRP PHE LEU VAL 
GLY LEU VAL SER TRP jGLY GLU GLY CYS GLY LEU LEU HIS ASN TYR GLY VAL 
TYR THR LYS VAL SER ARG TYR LEU ASP TRP ILE HIS GLY HIS ILE ARG ASP LYS 
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GLU ALA PRO GLN LYS SER TRP ALA PRO 

wherein ALA is Alanine. ARG is Arginine. ASN is Asparagine^/^SP is Aspartic Acid. 
CYS is Cysteine. GLN is Glutamine. GLU is Glutamic Acid, GLY is/Glycine. HIS is Histidine. 
ILE is Isoleucine. LEU is Leucine. LYS is Lysine. MET is Methit^nine. PHE is Phenylalanine. 
PRO is Proline. SER is Serine. THR is Threonine. TRP is Tryptophan. TYR is Tyrosine, and 
VAL is Valine. 



constructed recombinant DNA sequence that compri 

/ 

tot 



94. The constructed, recombinant DNA s^uenQe^<tffd[aim 81. further comprising the 

rises/thfe coding sequence for the active heavy 
chain of human protein C. said DNA sequenced toa6)ther encoding the zymogen form of human 
protein C. said active heavy chain having me armno acid residue sequence: 

LEU ILE ASP GLY LYS MET/THR ARG ARG GLY ASP SER PRO TRP GLN VAL 
VAL LEU LEU ASP SER LYS LY,VLYS LEU ALA CYS GLY ALA VAL LEU ILE HIS PRO 
SER TRP VAL LEU THR ALA i<LA HIS CYS MET ASP GLU SER LYS LYS LEU LEU 
VAL ARG LEU GLY GLU t/r ASP LEU ARG ARG TRP GLU LYS TRP GLU LEU ASP 
LEU ASP ILE LYS GLU VAL PHE VAL HIS PRO ASN TYR SER LYS SER THR THR ASP 
ASN ASP ILE ALA LEEJ LEU HIS LEU ALA GLN PRO ALA THR LEU SER GLN THR ILE 
VAL PRO ILE CYS LEU PRO ASP SER GLY LEU ALA GLU ARG GLU LEU ASN GLN 
ALA GLY GLN GLU THR LEU VAL THR GLY TRP GLY TYR HIS SER SER ARG GLU 
LYS GLU ALALYS ARG ASN ARG THR PHE VAL LEU ASN PHE ILE LYS ILE PRO 
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VAL VAL PRO HIS ASN GLU CYS SER GLU VAL MET SER ASN MET,VAL SER GLU 

/ 

ASN MET LEU CYS ALA GLY ILE LEU GLY ASP ARG GLN ASP ALfA CYS GLU GLY 

/ 

ASP SER GLY GLY PRO MET VAL ALA SER PHE HIS GLY THR/'^'RP PHE LEU VAL 
GLY LEU VAL SER TRP GLY GLU GLY CYS GLY LEU LEU mS ASN TYR GLY VAL 
TYR THR LYS VAL SER ARG TYR LEU ASP TRP ILE HIS>GLY HIS ILE ARG ASP LYS 
GLU ALA PRO GLN LYS SER TRP ALA PRO 

wherein ALA is Alanine. ARG is Arginine. ASN/s Asparagine. ASP is Aspartic Acid. 
CYS is Cysteine. GLN is Glutamine. GLU is Glutami/Aci^ftjLY is Glycine. HIS is Histidine. 
ILE is Isoleucine. LEU is Leucine. LYS is Lysine/ME]/is Mgffiionine, PHE is Phenylalanine. 
PRO is Proline. SER is Serine. THR is Threonirfe. TEQP is Tryptophan. TYR is Tyrosine, and 
VAL is Valine. 



95. The constructed, recoixAinant DNA sequence of claim 81, further comprising the 
constructed recombinant DNA segoence that comprises the coding sequence for the heavy chain 
of human protein C. said heavy/chain having the amino acid residue sequence: 

ASP THR GLU ASPAjLN GLU ASP GLN VAL ASP PRO ARG LEU ILE ASP GLY 
LYS MET THR ARG ARG GLY ASP SER PRO TRP GLN VAL VAL LEU LEU ASP SER 
LYS LYS LYS LEU ALA CYS GLY ALA VAL LEU ILE HIS PRO SER TRP VAL LEU THR 
ALA ALA HIS CYg MET ASP GLU SER LYS LYS LEU LEU VAL ARG LEU GLY GLU 
TYR ASP LEU AOLG ARG TRP GLU LYS TRP GLU LEU ASP LEU ASP ILE LYS GLU VAL 
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/ 
/ 

PHE VAL HIS PRO ASN TYR SER LYS SER THR THR ASP ASN ASP/IlE ALA LEU LEU 
HTS LEU ALA GLN PRO ALA THR LEU SER GLN THR TLE VAL Ao ILE CYS LEU PRO 
ASP SER GLY LEU ALA GLU ARG GLU LEU ASN GLN ALA .^jLY GLN GLU THR LEU 
VAL THR GLY TRP GLY TYR HIS SER SER ARG GLU LY^LU ALA LYS ARG ASN 
ARG THR PHE VAL LEU ASN PHE ILE LYS ILE PRO VAL VAL PRO HIS ASN GLU CYS 
SER GLU VAL MET SER ASN MET VAL SER GLU ASN MET LEU CYS ALA GLY ILE 
LEU GLY ASP ARG GLN ASP ALA CYS GLU Gl/ ASP-SjgR GLY GLY PRO MET VAL 




ALA SER PHE HIS GLY THR TRP PHE LEU VAL GW LEU VAL SER TRP GLY GLU 

/ 

GLY CYS GLY LEU LEU HIS ASN TYR GL^ VAlZ TYR THR LYS VAL SER ARG TYR 
LEU ASP TRP ILE HIS GLY HIS ILE ARG ASP/LYS GLU ALA PRO GLN LYS SER TRP 
ALA PRO 

wherein ALA is Alanine. ARgj is Arginine. ASN is Asparagine. ASP is Aspartic Acid. 
CYS is Cysteine. GLN is Glutamifte. GLU is Glutamic Acid. GLY is Glycine. HIS is Histidine. 
ILE is Isoleucine. LEU is Leucine. LYS is Lysine, MET is Methionine. PHE is Phenylalanine. 
PRO is Proline. SER is Serine. THR is Threonine. TRP is Tryptophan. TYR is Tyrosine, and 
VAL is Valine. 



96. The constructed, recombinant DNA sequence of claim 8 1 . further comprising the 
constructed rcTOmbinant DNA sequence that comprises the coding sequence for the heavy chain 
of human protein C. said DNA sequences being in a contiguous open reading frame, said heavy 
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chain having the amino acid residue sequence: 

ASP THR GLU ASP GLN GLU ASP GLN VAL ASP PRO AfeG LEU ILE ASP GLY 
LYS MET THR ARG ARG GLY ASP SER PRO TRP GLN VAL/VAL LEU LEU ASP SER 
LYS LYS LYS LEU ALA CYS GLY ALA VAL LEU ILE HISTRO SER TRP VAL LEU THR 
ALA ALA HIS CYS MET ASP GLU SER LYS LYS LEU /eU VAL ARG LEU GLY GLU 
TYR ASP LEU ARG ARG TRP GLU LYS TRP GLU LEU ASP LEU ASP ILE LYS GLU VAL 
PHE VAL HIS PRO ASN TYR SER LYS SER THR/THR ASP ASN ASP ILE ALA LEU LEU 
HIS LEU ALA GLN PRO ALA THR LEU SER GLN THR^E VAL PRO ILE CYS LEU PRO 
ASP SER GLY LEU ALA GLU ARG GLU LEfU ASI 

VAL THR GLY TRP GLY TYR HIS SER /eR AEifc GLU LYS GLU ALA LYS ARG ASN 
ARG THR PHE VAL LEU ASN PHE LYS ^LE/PRO VAL VAL PRO HIS ASN GLU CYS 
SER GLU VAL MET SER ASN Me/vAL SEt^GLU ASN MET LEU CYS ALA GLY ILE 
LEU GLY ASP ARG GLN ASP Jp^K CYS GLU GLY ASP SER GLY GLY PRO MET VAL 
ALA SER PHE HIS GLY THRTRP PHE LEU VAL GLY LEU VAL SER TRP GLY GLU 




ALA^LY GLN GLU THR LEU 



GLY CYS GLY LEU LEU MIS ASN TYR GLY VAL TYR THR LYS VAL SER ARG TYR 
LEU ASP TRP ILE HIS (SLY HIS ILE ARG ASP LYS GLU ALA PRO GLN LYS SER TRP 
ALA PRO 

wherein AL^ is Alanine. ARG is Arginine. ASN is Asparagine. ASP is Aspartic Acid. 
CYS is Cysteine. GLN is Glutamine. GLU is Glutamic Acid. GLY is Glycine. HIS is Histidine. 
ILE is Isoleucine. LEU is Leucine. LYS is Lysine. MET is Methionine. PHE is Phenylalanine. 
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PRO is Proline. SER is Serine. THR is Threonine. TRP is Tryptophan. TYR. is Tyrosine, and 
VAL is Valine. 




97. The constructed, recombinant DNA sequence of claim 81. further comprising the 
constructed recombinant DNA sequence that comprises the cojaing sequence for the heavy chain 
of human protein C. said DNA sequences together encoding the zymogen form of human protein 
C. said heavy chain having the amino acid residue sequence: 

ASP THR GLU ASP GLN GLU ASP GLN V/AL ASy RO ARG LEU ILE ASP GLY 
LYS MET THR ARG ARG GLY ASP SER PRo/rP (^EN VAL VAL LEU LEU ASP SER 
LYS LYS LYS LEU ALA CYS GLY ALA VAL LEU/ILE HIS PRO SER TRP VAL LEU THR 
ALA ALA HIS CYS MET ASP GLU SER I!YS \jd> LEU LEU VAL ARG LEU GLY GLU 
TYR ASP LEU ARG ARG TRP GLU LYS TRP GLU LEU ASP LEU ASP ILE LYS GLU VAL 
PHE VAL HIS PRO ASN TYR SER t^S SER THR THR ASP ASN ASP ILE ALA LEU LEU 
HIS LEU ALA GLN PRO ALA Tpl LEU SER GLN THR ILE VAL PRO ILE CYS LEU PRO 
ASP SER GLY LEU ALA GLU/ARG GLU LEU ASN GLN ALA GLY GLN GLU THR LEU 
VAL THR GLY TRP GLY WR HIS SER SER ARG GLU LYS GLU ALA LYS ARG ASN 
ARG THR PHE VAL LEl/ ASN PHE ILE LYS ILE PRO VAL VAL PRO HIS ASN GLU CYS 
SER GLU VAL MET SER ASN MET VAL SER GLU ASN MET LEU CYS ALA GLY ILE 
LEU GLY ASP ARc/gLN ASP ALA CYS GLU GLY ASP SER GLY GLY PRO MET VAL 
ALA SER PHE HIS GLY THR TRP PHE LEU VAL GLY LEU VAL SER TRP GLY GLU 



